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beta-lactoglobulin (65%)
alpha-lactalbumin (25%)

Serum albumin (8%)
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Rich salt and pH specific 
behavior.
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http://faunus.sourceforge.net

• Object oriented C++ class 
library

• Python bindings

• Gromacs trajectories, 
OpenBabel, CMake, OpenMP 
parallelization, Doxygen

• Open Sourced - GPL.
Source Code Biol. Med. 2008, 3:1

http://faunus.sourceforge.net
http://faunus.sourceforge.net
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